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Mutant confirmation by PCR
Gene deletion in S. caniferus GUA-06-05-006A was confirmed by colony PCR by using the procedure described in [1] with the following modifications. Colonies of S. caniferus GUA-06-05-006A mutants were suspended in 50 μl of 0.2M TES buffer, pH 7.5, with 1 μl lysozyme (50 mg/ml) and incubated for 40 min at 30ºC. The mix was centrifuged (10000 x g, 2 min) and the pellet thoroughly suspended in 10 μl DMSO. The resulting suspension (2 μl) was used as PCR template with the primer pairs described in Table S6 . DNA bands obtained from PCR amplification were analyzed in 0.7% agarose gels. Fig. S5 shows the analysis of two colonies (1 and 2) and a control template (C) consisting in 30 ng of wild type S. caniferus GUA-06-05-006A
genomic DNA from a pure extract. Band sizes were compared with 0.1 μg of lambda/PstI DNA marker. The expect band size is indicated in red.
